Therefore, we undertook to clarify the genetic status of Chukars in Israel. Our general aim was to assess the extent of genetic divergence among populations by multilocus protein electrophoresis. Specifically, we sought to: (1) evaluate the putative division of Israeli Chukars into two nominal subspecies; (2) determine the genetic basis of geographic phenotypes; and (3) estimate the extent of gene flow among populations. We analyzed tissues of birds collected along a north-south gradient of increasing aridity that included major landscape types and a variety of habitats. We evaluated our findings with respect to natural selection and population dynamics, and with respect to the conservation of genetic diversity. Liver and heart samples were dissected from shot birds (usually in the field), stored in dry-ice coolers, and then deep frozen at -80øC. Tissue samples were transported by air from Israel to E.R.'s laboratory in Italy while stored in dry ice. About 0.5 g of each tissue sample were separately homogenated in 1 ml 0.01 M Tris/HCl, pH 7.5, 0.001 M Na2.EDTA, 0.001 M/•-mercaptoethanol buffer, and centrifuged for 15 min at 13,000 rpm. Supernatants were collected, diluted in 1 volume of 40% glycerol, and aliquoted in Microtiter plates. Polyacrylamide gel electrophoresis was used to resolve 32 putative genetic loci (Table 2) . Staining recipes were adapted from Harris and Hopkinson (1976). Electromorphs were presumed to have a simple genetic basis and were treated as alleles. Alleles were coded by their mobility from the starting line, with the most anodal allele coded as "a."
We used the following computer programs to an- 
